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Abstract
Hepatocellular carcinoma (HCC) is the leading cause of primary liver cancers. Surveillance of individuals at specific risk of developing
HCC, early diagnostic markers, and new therapeutic approaches are essential to obtain a reduction in disease-related mortality. In
the last decades imaging technologies, statistical models, and standardized diagnostic procedures associated with clinical guidelines
for intervention significantly enhanced the success rate and life expectancy of HCC patients. In addition, the work of several research
laboratories contributed to the identification of markers and pathways altered in HCC which represent potential biomarkers or
molecular targets for therapy. In this short review we describe the current approaches for HCC diagnosis and treatment and the most
recent advancements in the characterization of biomolecular mechanisms implicated in the pathogenesis and progression of HCC.

Hepatocellular carcinoma (HCC) accounts for
approximately 90% of primary liver cancers and, with
rapidly increasing incidence in the last two decades,
constitutes a major global health problem [1,2]. Its
pathogenesis is based on multifactorial mechanisms of
chronic liver injury and inflammation, such as HBV/HCV
infection, alcohol abuse, non-alcoholic steatohepatitis
(NASH), aflatoxin intoxication, or congenital metabolic
disorders [1,2]. As a result, up to 90% of HCC develops in
the context of liver cirrhosis, which further complicates
the therapeutic management of these patients due to the
inherent risk of post-treatment liver failure [1,2]. In recent
years, the prognosis of HCC patients has progressively
improved thanks to multimodal interventions in
prevention, diagnosis, and therapy [1,2]. HBV vaccination
campaigns and the implementation in clinical practice of
direct acting agents (DAA) against HCV have effectively
controlled the most impactful oncogenic triggers for HCC.
Statistical models have also been developed to predict
the probability of HCC occurrence in patients with chronic
liver diseases [3]. In 2014, Johnson et al. proposed a
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serum biomarker-based statistical model for estimating
the likelihood of HCC in these patients. The GALAD model
considers serum biomarkers such as AFP, AFP-L3, and desγ-carboxyprothrombin (DCP) in combination with gender
and age [4,5]. Its accuracy becomes even more specific
when an AFP glycoform specific for malignant tumors and
HCC inflammation and a prothrombin precursor, which
makes it possible to distinguish HCC from non-malignant
liver diseases, are also analysed.
Imaging technology advances have enhanced the
diagnostic power of multiphasic computed tomography
(CT) scan, dynamic contrast-enhanced magnetic resonance
imaging (MRI), and contrast-enhanced ultrasound
(CEUS) scan [1,2,6]. The American College of Radiology
has developed the Liver Imaging Reporting and Data
System (LI-RADS), which is a comprehensive system for
standardizing the acquisition, interpretation, reporting,
and data collection of liver imaging [7]. According to LIRADS, diagnostic hallmarks of HCC include arterial phase
hyperenhancement, non-peripheral venous or delayed
phase washout appearance, enhancing capsule appearance,
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and threshold growth. Importantly, imaging criteria apply
only to patients with cirrhosis or current/prior HCC, and
for nodules >1 cm. In these cases, the prevalence of HCC
is sufficiently high and the diagnostic performance of
imaging sufficiently precise that lesions meeting imaging
criteria for HCC have close to 100% probability of being
HCC [7]. Once the diagnosis is established, prognostic
assessment is a critical step in the clinical decision making
of HCC management, evaluating not only tumor stage but
also liver function and performance status.

cirrhotic patients with suspected HCC lesions [1,2]. The
main reason for limiting liver biopsies in HCC is the risk of
adverse events possibly impacting on the diagnostic and/
or therapeutic pathway [8-10]. These variably comprise
bleeding, bile leakage, and the potential risk of neoplastic
seeding, although incidence is low [8-10]. In particular,
the risk of tumor seeding along the needle path has been
reported in less than 1% of cases, and its clinical impact
in most cases was successfully controlled by resective or
ablative treatments [8-10].

The current European Association for the Study of the
Liver Clinical Practice Guidelines endorse the Barcelona
Clínic Liver Cancer (BCLC) staging system [1]. Hepatic
resection may be a potentially curative therapy for patients
with good performance status, preserved liver function, and
solitary tumor of any size with no evidence of gross vascular
invasion. In these cases, liver resection is associated with
a 5-year survival rate of about 70% [1]. However, tumor
recurrence can be observed in 50–70% of cases within 5
years following surgery, either as intrahepatic metastases
(often within 2 years following surgery) or as new HCC in
the remaining cirrhotic liver (occurring more often beyond
2 years) [1]. When the severity of the underlying liver
disease or the presence of multiple HCCs contraindicate
hepatic resection, liver transplantation (LT) may be
considered under specific selection criteria [1,2]. The
Milan criteria (one lesion < 5 cm; alternatively, up to three
lesions, each <3 cm; no extrahepatic manifestations; no
evidence of macrovascular invasion) currently represent
the benchmark for the selection of patients with HCC
for orthotopic LT [1,2]. The potential curative effect of
LT for both the tumor and the underlying liver disease
is responsible for the best therapeutic outcome for
these patients, with a patient survival rate over 70% and
tumor recurrence of 10-15% at 5-year follow up [1,2]. In
those cases with a tumor limited to the liver and with no
macrovascular invasion but unresectable and beyond the
selection criteria for LT, trans-arterial chemoembolization
(TACE) is considered the first-line treatment, either as a
down staging strategy for LT indication or as a definitive
therapy, with a reported median survival of 40 months
[1,2].

However, recent advances in our understanding of the
biomolecular mechanisms implicated in the pathogenesis
of HCC are now identifying potential therapeutic targets
which may provide new and revolutionary therapeutic
opportunities.

The therapeutic management of HCC patients so far has
been mainly based on surgery (hepatic resection and LT)
or interventional radiology (ablation, TACE), rather than
on systemic therapies which have usually been reserved for
advanced-stage tumors [1,2]. Thus, the diagnostic work-up
has been primarily targeted to assess tumor morphologic
features such as nodules number, max diameter, presence
of satellite nodules or macrovascular invasion, rather than
precise biologic behaviour. As a matter of fact, liver biopsy
is not routinely performed, and its indication is restricted
to cases of nodules highly suspicious for malignancy but
not completely meeting imaging criteria for HCC, or of non-
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Sorafenib and Lenvantinib, multikinase inhibitors
blocking 40 kinases including vascular endothelial growth
factor receptor 2 (VEGFR2) and BRAF, are considered as
targeted first-line therapies for patients with advanced
HCC and those with intermediate-stage (BCLC B) disease
not eligible for, or progressing despite locoregional
therapies [1,2]. Other multikinase inhibitors that block
the activity of protein kinases involved in angiogenesis,
oncogenesis, and tumor microenvironment, such as
Regorafenib and Cabozantinib, are considered as targeted
second-line therapies for patients with advanced HCC who
have tolerated Sorafenib but progressed. All these drugs
have been shown to improve survival and decrease the
relative risk of death compared with placebo in patients
with advanced HCC not amenable by the standard-of-care
curative therapies (resection, transplantation, or ablation)
(Table 1) [1,2].
The recent success of checkpoint inhibitors in
different tumors has stimulated several ongoing clinical
trials of different checkpoint inhibitors in HCC [1,2].
Immunotherapy with Nivolumab—that targets PD-1—can
be considered in patients who are intolerant to, or have
progressed under approved tyrosine kinase inhibitors,
demonstrating a response rate of 17% and time to
progression of 6.5 months with median survival close to 16
months in second-line patients; this compares favourably
with all the previously reported phase III second-line
trials in HCC [1,2]. Meanwhile, a phase II trial of another
anti-PD-1 antibody—pembrolizumab—as a second-line
treatment (KEYNOTE-224) has recently been reported.
The 16.3% response rate (RECIST v1.1) and 78% 6-month
overall survival (OS) observed among the 104 patients
studied are in line with the results seen with Nivolumab
(Table 1) [1,2].
Adoptive T cell therapy (ATC) is an immunotherapeutic
strategy targeted to specifically activate the host cellular
immunity against tumor-associated antigens. It has
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emerged as a highly effective treatment in the management
of both hematological and virus-associated cancers [17]. On
the other hand, solid tumors tend to show a high grade of
resistance to ACT, mainly due to a genomic heterogeneity
and instability resulting in loss of target-specific antigens
expression, as well as due to a hypoxic, proinflammatory
and immunosuppressive tumor microenvironment
(TME) [17]. However, recent studies have highlighted
that targeted therapies may not only inhibit molecular
or biochemical pathways crucial for tumor growth and
maintenance, but also disrupt the TME and enhance the
local immune reactivity. Therefore, the combination of
target therapies and ACT may represent the key point
to significantly enhance the therapeutic outcome in the
management of solid tumors [17].
A significant limitation in the HCC treatment is the
absence of early diagnostic markers. Small tumoral masses
with a diameter of less than 3 cm have over a 50% chance
to be cured via surgical resection or thermal ablation.
Nevertheless, the identification of these tumoral areas is
still problematic due to the absence of pathognomonic
symptoms in early stages of HCC. To overcome the
problem, over the years, several laboratories have
investigated molecules with a potential diagnostic impact
as well as a possible therapeutic output when targeted.
Among the most interesting categories of biomarkers
studied have been oncogenes and tumor-suppressor genes
[18]; plasma methylated DNA [19]; microRNA (miRNA)
and long non-coding RNA (lncRNA) [20]. Oncogenes play
important roles in promoting tumorigenesis and they are
often upregulated epigenetically after liver damage. They
can influence cell proliferation, invasion, migration, cell
cycle dysregulation, and other tumor-related phenomena
like metastasis formation. Being upregulated, they can
be promising candidates in early HCC detection as well
as good targets for silencing therapies. A recent example
is the identification of APEX2 upregulation associated
with a worse prognosis in overall liver cancer patients’
survival [21]. Aberrant methylation of tumor-suppressor
genes and demethylation of oncogenes are associated with
HCC malignancy potential. Methylation regulation could
thus be explored to target genes such as Sal-like proteins

First line
treatments

Second line
treatments

4, often associated with chronic hepatitis B infection, but
also for prognostic purposes, as seen by Wu et al. in 2017
[22].
Gene expression is regulated not only via methylation,
but also via non-coding RNAs. A class of small non-coding
RNAs, called miRNAs, is often dysregulated in cancers and
could be used as excellent biomarkers thanks to miRNAs’
expression stability and resistance to endogenous RNase.
For example, miR-23a has been studied not only in relation
to HCC screening tests but also in a prognostic scenario,
dependent on the HCC stage, tumor size, and the presence
of multiple focal lesions [23].
The aberrant biogenesis of lncRNAs has been implicated
in the pathogenesis of HCC. LncRNAs are involved in
many regulative processes through their binding with
DNA, RNA, proteins, and small peptides, so once their
expression profile is altered the impact on the cell
physiology is evident. RNA-sequencing and microarray
experiments have shown distinct lncRNA expression
profiles in HCC tissue compared with non-cancerous ones
[24]. Alteration in the epigenetic silence/activation or in
the processing patterns of lncRNA with oncogenic function
has been reported in HCC patients [25]. In this scenario,
therapeutic strategies aimed to regulate the transcriptions
levels of lncRNA may lead to positive results, as seen in
RNA interference experiments [26].
Comprehensively, what emerges in literature is an
increasing interest in the identification of biomarkers
for both prognosis and therapy. Identification of early
diagnostic markers able to prevent the development of
HCC will lead to the consequent possibility to immediately
target the tumor, limiting its development. A combinational
approach could be useful to increase diagnosis accuracy, as
in the case of the GALAD score, and to identify biomarkers
that could lead to the development of new therapeutic
strategies based on mechanisms of upregulation,
downregulation, or delocalization of the biomarkers
themselves [27-29]. Despite its promising possibilities,
however, a therapeutic strategy based on the identification
of effective biomarkers for HCC will be complex and will
require a deep investigation of many mechanisms before

Drug

Target

Clinical trial phase

Ref

Sorafenib

Multikinase inhibitor

FDA approved (2007)

[11]

Lenvantinib

Multikinase inhibitor

FDA approved (2018)

[12]

Regoraferib

Multikinase inhibitor

FDA approved (2017)

[13]

Cabozantinib

Multikinase inhibitor

FDA approved (2019)

[14]

Nivolumab

Antibody against PD-1

III*

[15]

Pembrolizumab

Antibody against PD-1

II

[16]

*FDA approved Nivolumab in combination with Ipilimumab to treat advanced HCC in 2020.
Table 1: Summary of small molecule inhibitors used in HCC clinical protocols.

J Cancer Immunol. 2021
Volume 3, Issue 1

62

Bazzani V, Pravisani R, Baccarani U, Vascotto C. Hepatocellular Carcinoma: Diagnosis, Therapy and Molecular
Investigations. J Cancer Immunol. 2021; 3(1): 60-65.
treatment planning can start. Unfortunately, as we already
discussed, another major problem in HCC treatment is the
limited options available to treat patients in an advanced
stage.
In this context, over the years our and other laboratories
have been focused on the Apurinic/apyrimidinic
endonuclease 1 (APE1) protein, which was proposed as a
predictive marker in HCC. In a retrospective IHC study,
the authors demonstrated that extra nuclear accumulation
of APE1 correlated with a significant reduction of life
expectancy in HCC patients [30]. More recently, Pascut et
al. proposed the presence of APE1 in the serum of HCC
patients as a new diagnostic biomarker and its role as a
paracrine pro-inflammatory molecule which may modulate
the inflammatory status of the cancer microenvironment
[31]. APE1 is a nuclear/mitochondrial protein and it is a
key component of the base excision repair (BER) pathway.
The BER pathway is present both in the nucleus and the
mitochondrial matrix and it is involved in repairing nonhelix-distorting base lesions [32]. We demonstrated that
APE1 is translocated to mitochondria upon oxidative
stress, where it contributes in the stability of mitochondrial
DNA (mtDNA) [33], and that its translocation relies on the
mitochondrial import pathway MIA [34]. Recently, our
laboratory more deeply investigated the trafficking and
localization of APE1 during HCC staging. Our data revealed
a mitochondrial localization of APE1 that was dependent
on the Edmondson-Steiner grading and that inversely
correlated with the levels of mtDNA damage. Grades 1 and
2 HCC patients showed a significantly higher expression of
mitochondrial APE1, which accounted for lower levels of
mtDNA damage observed in the tumor tissue with respect
to the distal area. In contrast, the strong cytoplasmic
positivity in Grade 3 was not associated with APE1’s
mitochondrial accumulation even when accounting for the
higher number of mtDNA lesions measured [35]. Based
on this evidence linking the mitochondrial localization
of APE1 with lower levels of mtDNA damage during the
early stages of HCC, a possible therapeutic approach based
on the inhibition of mitochondrial APE1 trafficking and/
or activity in combination with a DNA damaging agent is
likely to be effective in slowing down tumor development.
In this frame, our laboratory is developing a peptidebased approach to inhibit the pathway responsible for
mitochondrial translocation of APE1.
In conclusion, although in recent years standardized
diagnostic protocols and therapeutic procedures associated
with new pharmacological approaches have enhanced
the success rate extending the life expectancy of HCC
patients, HCC remains one of the most prevalent neoplasia
worldwide. Further studies are needed to discover reliable
and easily accessible early diagnostic markers as well as
new and more effective therapies.

J Cancer Immunol. 2021
Volume 3, Issue 1

Funding
This work was supported by grant to CV from the
Associazione Italiana per la Ricerca sul Cancro (MFAG
16780).

References
1. European Association for the Study of the Liver.
EASL Clinical Practice Guidelines: Management of
hepatocellular carcinoma. Journal of Hepatology. 2018
Jul;69(1):182-236.
2. Vogel A, Cervantes A, Chau I, Daniele B, Llovet JM,
Meyer T, et al. Hepatocellular carcinoma: ESMO Clinical
Practice Guidelines for diagnosis, treatment and followup. Annals of Oncology. 2018 Oct 1;29:iv238-55.
3. Johnson PJ, Pirrie SJ, Cox TF, Berhane S, Teng M,
Palmer D, et al. The detection of hepatocellular carcinoma
using a prospectively developed and validated model
based on serological biomarkers. Cancer Epidemiology
and Prevention Biomarkers. 2014 Jan 1;23(1):144-53.
4. Best J, Bechmann LP, Sowa JP, Sydor S, Dechêne A,
Pflanz K, et al. GALAD score detects early hepatocellular
carcinoma in an international cohort of patients with
nonalcoholic steatohepatitis. Clinical Gastroenterology
and Hepatology. 2020 Mar 1;18(3):728-35.
5. Yang JD, Addissie BD, Mara KC, Harmsen WS, Dai J,
Zhang N, et al. GALAD score for hepatocellular carcinoma
detection in comparison with liver ultrasound and proposal
of GALADUS score. Cancer Epidemiology and Prevention
Biomarkers. 2019 Mar 1;28(3):531-8.
6. Lee S, Kim SS, Roh YH, Choi JY, Park MS, Kim MJ.
Diagnostic Performance of CT/MRI Liver Imaging
Reporting and Data System v2017 for Hepatocellular
Carcinoma: A Systematic Review and Meta-Analysis. Liver
International. 2020 Jun;40(6):1488-97.
7. Liang Y, Xu F, Guo Y, Lai L, Jiang X, Wei X, et al.
Diagnostic performance of LI-RADS for MRI and CT
detection of HCC: A systematic review and diagnostic
meta-analysis. European Journal of Radiology. 2021 Jan
1;134:109404.
8. Di Tommaso L, Spadaccini M, Donadon M,
Personeni N, Elamin A, Aghemo A, et al. Role of liver
biopsy in hepatocellular carcinoma. World Journal of
Gastroenterology. 2019 Oct 28;25(40):6041.
9. Sparchez Z, Mocan T. Contemporary role of liver
biopsy in hepatocellular carcinoma. World Journal of
Hepatology. 2018 Jul 27;10(7):452.
10. Kleiner DE. Hepatocellular carcinoma: Liver biopsy

63

Bazzani V, Pravisani R, Baccarani U, Vascotto C. Hepatocellular Carcinoma: Diagnosis, Therapy and Molecular
Investigations. J Cancer Immunol. 2021; 3(1): 60-65.
in the balance. Hepatology (Baltimore, Md.). 2018
Jul;68(1):13.
11. Llovet JM, Ricci S, Mazzaferro V, Hilgard P, Gane
E, Blanc JF, et al. Sorafenib in advanced hepatocellular
carcinoma. New England Journal of Medicine. 2008 Jul
24;359(4):378-90.
12. Al-Salama ZT, Syed YY, Scott LJ. Lenvatinib: a review
in hepatocellular carcinoma. Drugs. 2019 Apr;79(6):66574.
13. Personeni N, Pressiani T, Santoro A, Rimassa L.
Regorafenib in hepatocellular carcinoma: latest evidence
and clinical implications. Drugs in Context. 2018 Jun
27;7:212533.
14. Trojan J. Cabozantinib for the Treatment of Advanced
Hepatocellular Carcinoma: Current Data and Future
Perspectives. Drugs. 2020 Jul 15:1-8.
15. Yau T, Kang YK, Kim TY, El-Khoueiry AB, Santoro
A, Sangro B, et al. Efficacy and safety of nivolumab plus
ipilimumab in patients with advanced hepatocellular
carcinoma previously treated with sorafenib: The
CheckMate 040 randomized clinical trial. JAMA Oncology.
2020 Nov 1;6(11):e204564.
16. Finn RS, Ryoo BY, Merle P, Bouattour M, Lim HY,
Breder V, et al. Pembrolizumab as second-line therapy
in patients with advanced hepatocellular carcinoma in
KEYNOTE-240: a randomized, double-blind, phase III
trial. Journal of Clinical Oncology. 2020 Jan 20;38(3):193202.
17. Sinha D, Smith C, Khanna R. Joining Forces:
Improving Clinical Response to Cellular Immunotherapies
with Small-Molecule Inhibitors. Trends in Molecular
Medicine. 2021 Jan;27(1):75-90.
18. Duan J, Wu Y, Liu J, Zhang J, Fu Z, Feng T, et al.
Genetic biomarkers for hepatocellular carcinoma in the
era of precision medicine. Journal of Hepatocellular
Carcinoma. 2019;6:151.
19. Mah WC, Lee CG. DNA methylation: potential
biomarker in Hepatocellular Carcinoma. Biomarker
Research. 2014 Dec;2(1):1-3.
20. Xu JH, Chang WH, Fu HW, Yuan T, Chen P. The
mRNA, miRNA and lncRNA networks in hepatocellular
carcinoma: An integrative transcriptomic analysis from
Gene Expression Omnibus. Molecular Medicine Reports.
2018 May 1;17(5):6472-82.
21. Zheng R, Zhu HL, Hu BR, Ruan XJ, Cai HJ.
Identification of APEX2 as an oncogene in liver cancer.
World Journal of Clinical Cases. 2020 Jul 26;8(14):2917.

J Cancer Immunol. 2021
Volume 3, Issue 1

22. Wu HC, Yang HI, Wang Q, Chen CJ, Santella RM.
Plasma DNA methylation marker and hepatocellular
carcinoma risk prediction model for the general population.
Carcinogenesis. 2017 Oct 1;38(10):1021-8.
23. Mohamed AA, Ali-Eldin ZA, Elbedewy TA, El-Serafy
M, Ali-Eldin FA, AbdelAziz H. MicroRNAs and clinical
implications in hepatocellular carcinoma. World Journal
of Hepatology. 2017 Aug 18;9(23):1001.
24. Zhou CC, Yang F, Yuan SX, Ma JZ, Liu F, Yuan
JH, et al. Systemic genome screening identifies the
outcome associated focal loss of long noncoding RNA
PRAL in hepatocellular carcinoma. Hepatology. 2016
Mar;63(3):850-63.
25. Cao C, Sun J, Zhang D, Guo X, Xie L, Li X, et al.
The long intergenic noncoding RNA UFC1, a target of
MicroRNA 34a, interacts with the mRNA stabilizing
protein HuR to increase levels of β-catenin in HCC cells.
Gastroenterology. 2015 Feb 1;148(2):415-26.
26. Du Y, Kong G, You X, Zhang S, Zhang T, Gao Y,
et al. Elevation of highly up-regulated in liver cancer
(HULC) by hepatitis B virus X protein promotes hepatoma
cell proliferation via down-regulating p18. Journal of
Biological Chemistry. 2012 Jul 27;287(31):26302-11.
27. Rathore R, McCallum JE, Varghese E, Florea AM,
Büsselberg D. Overcoming chemotherapy drug resistance
by targeting inhibitors of apoptosis proteins (IAPs).
Apoptosis. 2017 Jul 1;22(7):898-919.
28. Carels N, Tilli TM, Tuszynski JA. Optimization of
combination chemotherapy based on the calculation of
network entropy for protein-protein interactions in breast
cancer cell lines. EPJ Nonlinear Biomedical Physics. 2015
Dec 1;3(1):6.
29. Chen SM, Li YY, Tu CH, Salazar N, Tseng YY, Huang
SF, et al. Blockade of inhibitors of apoptosis proteins
in combination with conventional chemotherapy leads
to synergistic antitumor activity in medulloblastoma
and cancer stem-like cells. PLoS One. 2016 Aug
18;11(8):e0161299.
30. Di Maso V, Avellini C, Crocè LS, Rosso N, Quadrifoglio
F, Cesaratto L, et al. Subcellular localization of APE1/Ref1 in human hepatocellular carcinoma: possible prognostic
significance. Molecular Medicine. 2007 Jan;13(1):89-96.
31. Pascut D, Sukowati CH, Antoniali G, Mangiapane G,
Burra S, Mascaretti LG, et al. Serum AP-endonuclease 1
(sAPE1) as novel biomarker for hepatocellular carcinoma.
Oncotarget. 2019 Jan 8;10(3):383.
32. Demple B, Herman T, Chen DS. Cloning and
expression of APE, the cDNA encoding the major human

64

Bazzani V, Pravisani R, Baccarani U, Vascotto C. Hepatocellular Carcinoma: Diagnosis, Therapy and Molecular
Investigations. J Cancer Immunol. 2021; 3(1): 60-65.
apurinic endonuclease: definition of a family of DNA
repair enzymes. Proceedings of the National Academy of
Sciences. 1991 Dec 15;88(24):11450-4.

Vascotto C. Mitochondrial translocation of APE1 relies
on the MIA pathway. Nucleic Acids Research. 2015 May
8;43(11):5451-64.

33. Barchiesi A, Vascotto C. Transcription, processing,
and decay of mitochondrial RNA in health and disease.
International Journal of Molecular Sciences. 2019
Jan;20(9):2221.

35. Bazzani V, Barchiesi A, Radecka D, Pravisani R,
Guadagno A, Di Loreto C, et al. Mitochondrial apurinic/
apyrimidinic endonuclease 1 enhances mtDNA repair
contributing to cell proliferation and mitochondrial
integrity in early stages of hepatocellular carcinoma. BMC
Cancer. 2020 Dec;20(1):1-3.

34. Barchiesi A, Wasilewski M, Chacinska A, Tell G,

J Cancer Immunol. 2021
Volume 3, Issue 1

65

