Supplemental Table 4. MHC Class I Alleles Tested for Sheep and Goat Species. 
	MHC Class I

	Sheep
	Goat

	Ovar-N 01:01
	Cahi-N 00:00

	Ovar-N 02:01
	Cahi-LP 00:01SC

	Ovar-N 03:01
	Cahi-LP 00:02SC

	Ovar-N 04:01
	Cahi-LP 00:03SC

	Ovar-N 05:01
	Cahi-LP 00:04SC

	Ovar-N 06:01
	Cahi-LP 00:05SC

	Ovar-N 07:01
	Cahi-LP 00:06SC

	Ovar-N 08:01
	Cahi-LP 00:07SC

	Ovar-N 09:01
	Cahi-LP 00:08SC

	Ovar-N 10:01
	Cahi-LP 00:09S

	Ovar-N 11:01
	Cahi-LP 00:10S

	Ovar-N 12:01
	Cahi-LP 00:11S

	Ovar-N 13:01a
	Cahi-LP 00:12S

	Ovar-N 13:02a
	Cahi-LP 00:13S

	Ovar-N 14:01
	Cahi-LP 00:14S

	Ovar-N 15:01
	Cahi-LP 00:15S

	Ovar-N 16:01
	Cahi-LP 00:16S

	Ovar-N 17:01
	Cahi-LP 00:17S

	Ovar-N 18:01
	Cahi-LP 00:18S

	Ovar-N 19:01
	

	Ovar-N 20:01
	

	Ovar-N 21:01a
	

	Ovar-N 22:01
	

	Ovar-N 24:01
	

	Ovar-N 25:01
	

	Ovar-N 26:01
	

	Ovar-N 27:01
	

	Ovar-N 50:00
	

	Ovar-N 50:01
	

	Ovar-N 50:02
	

	Ovar-N 50:03
	

	Ovar-N FJ985859rc_C1a
	

	Ovar-N FJ985859rc_C1b
	

	Ovar-N FJ985864rc_C1a
	

	Ovar-N FJ985864rc_C1c
	

	Ovar-N FJ985874C1c
	

	Ovar-N FJ985875rc_C1a
	

	Ovar-LP 00:01R
	

	Ovar-LP 00:02R
	

	Ovar-LP 00:03R
	

	Ovar-LP 00:04R
	

	Ovar-LP 00:05T
	

	Ovar-LP 00:06PD
	

	Ovar-LP 00:07PD
	

	Ovar-LP 00:08PD
	

	Ovar-LP 00:09PD
	

	Ovar-LP 00:10PD
	

	Ovar-LP 00:11RWD
	

	Ovar-LP 00:12RWD
	

	Ovar-LP 00:13RWD2
	

	Ovar-LP 00:14RWD2
	

	Ovar-LP 00:15RWD2
	

	Ovar-LP 00:16RWD2
	

	Ovar-LP 00:17RWD2
	

	Ovar-LP 00:18RWD2
	

	Ovar-LP 00:19D
	

	Ovar-LP 00:20D
	

	Ovar-LP 00:21D
	

	Ovar-LP 00:22D
	

	Ovar-LP 00:23D
	

	Ovar-LP 00:24D
	


Ovar-N and Cahi-N indicate manuscript or IPD-MHC defined Class I alleles. Previously defined alleles followed by a superscript letter indicate 100% amino acid sequence identity discovered during pairwise comparison. Ovar-LP and Cahi-LP followed by a 00 are MHC Class I alleles found during whole genome sequence scrutinization. The following acronym indicates the breed in which the allele was identified; R=Rambouillet, T=Texel, PD=Polled Dorset, RWD=Romanov White Dorper Cross (2 genomes), D=Dorset, SC=San Clemente, and S=Saanen. Underlined alleles could not be run in NetMHCpan 4.0 due to gaps in the sequence of interest. 

