Supplemental Table 10. Epitope Dense Proteins for All Species Tested within MHC Class II and I. 
	GenbankID
	Epitope Number
	MHC Class

	AAO89704.2
	3
	II

	AAO89971.1
	4
	II

	AAO90011.1
	3
	II

	AAO90920.1
	3
	II

	AAO90965.2
	3
	II

	AAO91233.1
	3
	II

	AAO91357.1
	4
	II

	
	
	

	AAO89757.1
	6
	I

	AAO89774.2
	6
	I

	AAO89918.2
	4
	I

	AAO89941.1
	6
	I

	AAO90093.1
	4
	I

	AAO90229.1
	4
	I

	AAO90293.1
	5
	I

	AAO90371.1
	4
	I

	AAO90374.1
	4
	I

	AAO90423.1
	4
	I

	AAO90660.1
	4
	I

	AAO90735.2
	4
	I

	AAO90737.1
	4
	I

	AAO90739.1
	5
	I

	AAO90751.1
	5
	I

	AAO90853.1
	4
	I

	AAO90878.1
	4
	I

	AAO90965.2
	4
	I

	AAO90986.1
	4
	I

	AAO91142.1
	4
	I

	AAO91182.1
	6
	I

	AAO91419.2
	4
	I

	AAO91456.1
	4
	I

	AAO91467.1
	4
	I

	ACI15273.1
	6
	I





























GenbankID matches the protein isolated from the NCBI Nine Mile RSA493 proteome. The epitope number is a calculation of all predicted T-cell epitopes within a protein of interest, where every species of interest was present within the analysis. The last column indicates whether the protein was epitope dense for MHC Class II or Class I.
