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Supplementary Figure 1: Conserved biological processes induced by IL-1 in both LNCaP and MDA-PCa-2b 

cell lines. (A) Venn diagram shows overlap in the number of mRNAs induced (left Venn) or repressed (right Venn) 

by IL-1b in LNCaP cells and by IL-1a and IL-1b in MDA-PCa-2b cells. Venn diagram gene lists are in Supplementary 

Table 1, Tab 3. The Venn diagram was created using http://bioinformatics.psb.ugent.be/webtools/Venn/. (B) The 

table lists Gene Ontology (GO) Biological Processes as determined by Over Representation Analysis using 



WebGestalt functional enrichment analysis web tool. Listed are the top 15 biological processes upregulated or 

downregulated by IL-1 treatment in both LNCaP and MDA-PCa-2b cells. A more complete list is in Supplementary 

Table 1, Tab 4 (upregulated biological processes) and Tab 5 (downregulated biological processes). 

 

 

Supplementary Figure 2: Conserved upregulated or downregulated biological processes in both LNCaP 

and MDA-PCa-2b chronic IL-1 sublines. (A) Venn diagram shows overlap in the number of mRNAs basally high 

(left Venn) or basally low (right Venn) in LNas1, LNbs1, MDA-as1, and MDA-bs1 chronic IL-1 sublines (LNxs1 (LNas1, 



LNbs1), MDxs1 (MDA-as1, MDA-bs1)). Venn diagram gene lists are in Supplementary Table 1, Tab 12. The Venn 

diagram was created using http://bioinformatics.psb.ugent.be/webtools/Venn/. (B) The table lists Gene Ontology 

(GO) Biological Processes as determined by Over Representation Analysis using WebGestalt functional enrichment 

analysis web tool. Listed are the top 15 biological processes basally high (upregulated) or basally low 

(downregulated) cells. A more complete list is in Supplementary Table 1, Tab 13 (upregulated biological processes) 

and Tab 14 (downregulated biological processes). 

 

 


